plants transformed with said DNA csmstruct and wherein said trait DNA molecule and said 
silencer DNA molecule are heterologous^ plants; 

a single promoter sequence which effects transcription of both the trait DNA 
molecule and the silencer DNA molecule; and N 

a single termination sequence whicrN^nds transcription of both the trait DNA 
molecule and the silencer DNA molecule. 



2. (Amended) The Dr>M. construct according to claim 1, wherein said 
DNA construct comprises a plurality of differemstrait DNA molecules, at least one of which 
has a length that is insufficient to impart that different trait to plants transformed with that 
different trait DNA molecule. 

(Amended) The DNA construct according to claim 2, wherein at 
least one of the dir^rent trait DNA molecules is a viral cDNA molecule and the trait is viral 
disease resistance. 

4. (Amended) The DNA construct according to claim 3, wherein said 
viral cDNA molecule is selecteoSfrom the group consisting of a DNA molecule encoding a 
coat protein, a DNA molecule encoonig a replicase, a DNA molecule not encoding a protein, 
a DNA molecule encoding a viral geneWoduct, and combinations thereof. 



5. (Amended) The DNAvconstruct according to claim 3, wherein said 
viral cDNA molecule is from a plant virus selecteeUrom the group consisting of tomato 
spotted wilt virus, impatiens necrotic spot virus, groundnut ringspot virus, potato virus Y, 
potato virus X, tobacco mosaic virus, turnip mosaic virusyobacco etch virus, papaya ringspot 
virus, tomato mottle virus, and tomato yellow leaf curl virus\ 



9. (Amended) The DNA construct according^ claim 2, wherein said 
silencer DNA molecule is selected from the group consisting of a viral\DNA molecule, a 
jellyfish green fluorescence protein encoding DNA molecule, a viral gene sHencer, and 
combinations thereof. 
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(Amended) The DNA construct according to claim 1, wherein the 
trait DNA molecihe is a viral cDNA molecule and the trait is viral disease resistance. 



1 1 . (Amended) The DNA construct according to claim 1 0, wherein said 
viral cDNA molecule is selected from the group consisting of a DNA molecule encoding a 
coat protein, a DNA molecule encoding a replicase, a DNA molecule not encoding a protein, 
a DNA molecule encoding a viral g^ne product, and combinations thereof. 

12. (Amended) The^NA construct according to claim 1 0, wherein said 
viral cDNA molecule is from a plant virus selected from the group consisting of tomato 
spotted wilt virus, impatiens necrotic spot virus, groundnut ringspot virus, potato virus Y, 
potato virus X, tobacco mosaic virus, turnip mosaic vfes, tobacco etch virus, papaya ringspot 
virus, tomato mottle virus, and tomato yellow leaf curl vrfus. 



(Amended) The DNA construct according to claim 1, wherein the 
silencer DNA mofecule is selected from the group consisting of a viral cDNA molecule, a 
jellyfish green fluoresctoce protein encoding DNA molecule, a viral gene silencer, and 
combinations thereof. 

1 7. (Amended)V The DNA construct according to claim 1 , wherein said 
trait DNA molecule and said silencer DNA molecule encode RNA molecules which are 
translatable. 



1 8. (Amended) The DNA construct according to claim 1 , wherein said 
trait DNA molecule and said silencer DNA molecule eh\pde RNA molecules which are non- 
translatable. 



(Twice Amended) The DNA construct according to claim 2, 
wherein, of the plurafit.y of different trait DNA molecules, at least one of the different trait 
DNA molecules is long enough to impart the trait. 
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fc/^Ms? 20. (Amended) The DN A coh^truct according to claim 1 , wherein said 

^construct effects post-transcriptional gene silencing withm plants. 
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24. (Amended) The DNA expression vector according to claim 23, 
wh^ein said DNA construct comprises a plurality of different trait DNA molecules, at least 
one ofNvhich has a length that is insufficient to iinpsrt the different trait to plants transformed 
with that different trait DNA molecule. 



25\ (Amended) The DNA expression vector according to claim 24, 
wherein at least oneOf the different trait DNA molecules is a viral cDNA molecule and the 
trait is viral disease resistance. 



28. (Amende^ The hos>cell according to claim 27, wherein said DNA 
construct comprises a plurality of different trait DNA molecules, at least one of which has a 
length that is insufficient to impart the different trait toWnts transformed that different trait 
DNA molecule. 



29. (Amended) The host ceh\according to claim 28, wherein said DNA 
construct is within an expression vector. 




30. (Amended) The ho& cfell accordjnV to claim 28, wherein said host 



cell is bacterial. 



3 1 . (Amended) The host cell according to claim 28, wherein said host 
cell is a plant cell. 



33. (Amended) The transgenic plant according to clairti 32, wherein 
said DNA construct comprises a plurality of different trait DNA molecules, aHeast one of 
which has a length that is insufficient to impart the different trait to plants transformed with 
that different trait DNA molecule. 
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(Amended) The transgenic plant according to claim 33, wherein at 
least one of the diriment trait DNA molecules is a viral cDNA molecule and the trait is viral 
disease resistance. 

35. (Amtended) The transgenic plant according to claim 34, wherein 
said viral cDNA molecule is Selected from the group consisting of a DNA molecule encoding 
a coat protein, a DNA moleculeVncoding a replicase, a DNA molecule not encoding a 
protein, a DNA molecule encoding^ viral gene product, and combinations thereof. 

36. (Amended) The transgenic plant according to claim 34, wherein 
said plant viral cDNA molecule is from aVirus selected from the group consisting of tomato 
spotted wilt virus, impatiens necrotic spot viru^ groundnut ringspot virus, potato virus Y, 
potato virus X, tobacco mosaic virus, turnip mosaic virus, tobacco etch virus, papaya ringspot 
virus, tomato mottle virus, and tomato yellow leafeurl virus. 

40. (Amended) The transgenic plant according to claim 33, wherein the 
silencer DNA molecule is selected from the group consisting of a viral cDNA molecule, a 
jellyfish green fluorescence protein encoding DNA molecule* a viral gene silencer, and 
combinations thereof. 

41 . (Amended) The transgenic plant accordinVto claim 33, wherein 
said trait DNA molecule and said silencer DNA molecule encode RN)^ molecules which are 
translatable. 

42. (Amended) The transgenic plant according to clairfL33, wherein 
said trait DNA molecule and said silencer DNA molecule encode RNA molecules which are 
non-translatable. 

43. (Amended) The transgenic plant according to claim 33, wherein the 
plant is selected from the group consisting of alfalfa, rice, wheat, barley, rye, cotton, 
sunflower, peanut, corn, potato, sweet potato, bean, pea, chicory, lettuce, endive, cabbage^ 
brussel sprout, beet, parsnip, turnip, cauliflower, broccoli, radish, spinach, onion, garlic, 
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esgplant, pepper, celery, carrot, squash, pumpkin, zucchini, cucumber, apple, pear, melon, 
citrus, strawberry, grape, raspberry, pineapple, soybean, tobacco, tomato, sorghum, papaya, 
sugarcane, Arabidopsis thaliana, Saintpaulia, petunia, pelargonium, poinsettia, 
chrysanthemum, carnation, and zinnia. 



4\ (Amended) A method of imparting a trait to a plant comprising: 
transforming a plant with a DNA construct according to claim 1 under 
conditions effective tcVnpart a trait to the plant. 



47. (Amended) TheWthod according to claim 46, wherein said DNA 
construct comprises a pluralit\of different tra\DNA molecules, at least one of which have a 
length that is insufficient to impart the different trait to plants transformed with that different 
trait DNA molecule. 



48. (Amended) The method according to claim 47, wherein at least one 
of the different trait DNA molecules is a plant viral cDNA molecule and the trait is viral 
disease resistance. 



49. (Amended) The method according to claim 48, wherein said viral 
cDNA molecule is selected from the group consisting>£>f a DNA molecule encoding a coat 
protein, a DNA molecule encoding a replicase, a DNA molecule not encoding a protein, a 
DNA molecule encoding a viral gene product, and combinations thereof. 



50. (Twice Amended) The method according to claim 48, wherein said 
plant viral DNA molecule is from a virus selected from the groupVonsisting of tomato 
spotted wilt virus, impatiens necrotic spot virus, groundnut ringspotVirus, potato virus Y, 
potato virus X, tobacco mosaic virus, turnip mosaic virus, tobacco etclWirus, tomato mottle 
virus, and tomato yellow leaf curl virus. 



53. (Amended) The method according to claim 47, wherein the silencer 
DNA molecule is selected from the group consisting of a viral cDNA moleculeV jellyfish 
green fluorescence protein encoding DNA molecule, and combinations thereof. 
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DNA molecule a 
translatable. 



(Amended) The method according to claim 47, wherein said trait 
1 said silencer DNA molecule encode RNA molecules which are 



55. (Arnended) The method according to claim 47, wherein said trait 
DNA molecule and said silencer DNA molecule encode RNA molecules which are non- 
translatable. 



56. (Amended) THfemethod according to claim 47, wherein the plant is 
selected from the group consisting of alfalfVrice, wheat, barley, rye, cotton, sunflower, 
peanut, corn, potato, sweet potato, bean, pea, fthicory, lettuce, endive, cabbage, brussel 
sprout, beet, parsnip, turnip, cauliflower, broccoli radish, spinach, onion, garlic, eggplant, 
pepper, celery, carrot, squash, pumpkin, zucchini, cucumber, apple, pear, melon, citrus, 
strawberry, grape, raspberry, pineapple, soybean, tobacco, tomato, sorghum, papaya, 
sugarcane, Arabidopsis thaliana, Saintpaulia, petunia, pelargonium, poinsettia, 
chrysanthemum, carnation, and zinnia. 

57. (Amended) Thetriethod according to\|aim 47 further comprising: 
propagating progeny of the transgenic plant. 



of 



- ^-p 59. (Amended) The transgenic plant seed accon 
wherein said DNA construct comprises a pi uralityvof different trait 



to claim 58, 
olecules, at least 

one of which has a length that is insufficient to impaVthat different trait toVlants 
transformed with that different trait DNA molecule. 



60. (Amended) The transgenic plant seed according to claim 59, 
wherein at least one of the different trait DNA molecules is a viral cDNA molecul\and the 
trait is viral disease resistance. 



61 . (Amended) The transgenic plant seed according to claim 60, N 
wherein said viral cDNA molecule is selected from the group consisting of a DNA molecule 
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encoding a coat protein, a DNA molecule encoding a replicase, a DNA molecule that does 

t encode a protein, a DNA molecule encoding a viral gene product, and combinations 
thereof 

62. (Twice Amended) The transgenic plant seed according to claim 60, 
wherein said Wal cDNA molecule is from a virus selected from the group consisting of 
tomato spotted wfclt virus, impatiens necrotic spot virus, groundnut ringspot virus, potato 
virus Y, potato virus\X, tobacco mosaic virus, turnip mosaic virus, tobacco etch virus, tomato 
mottle virus, and tomatfo yellow leaf curl virus. 

66. (Amended) The transgenic plant seed according to claim 59, 
wherein sad silencer DNA molWule is selected from the group consisting of a viral cDNA 
molecule, a jellyfish green fluorescence protein encoding DNA molecule, and combinations 
thereof. 

67. (Amended) TheNtransgenic plant seed according to claim 60, 
wherein said viral cDNA molecule and said\ilencer DNA molecule encode RNA molecules 
which are translatable. 

68. (Amended) The transgenic plant seed according to claim 60, 
wherein said viral cDNA molecule and said silencer F^NA molecule encode RNA molecules 
which are non-translatable. 

69. (Amended) The transgenic plant se'ed according to claim 59, 
wherein the plant seed is from a plant selected from the group consisting of alfalfa, rice, 
wheat, barley, rye, cotton, sunflower, peanut, corn, potato, sweet potato, bean, pea, chicory, 
lettuce, endive, cabbage, brussel sprout, beet, parsnip, turnip, cauliflower, broccoli, radish, 
spinach, onion, garlic, eggplant, pepper, celery, carrot, squash, pumpkin, zucchini, cucumber, 
apple, pear, melon, citrus, strawberry, grape, raspberry, pineapple, soybean, tobacco, tomato, 
sorghum, papaya, sugarcane, Arabidopsis thaliana, Saintpaulia, petunia, pelargonium, 
poinsettia, chrysanthemum, carnation, and zinnia. 
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(Amended) A method of imparting a trait to plants comprising: 
planting a transgenic plant seed according to claim 58 and 
propagafemg a plant from the planted transgenic plant seed under conditions 
effective to impart a trait t^the plant. 



71 . (Amende^) The method according to claim 70, wherein said DNA 
construct comprises a plurality of different trait^NA molecules, at least one of which have a 
length that is insufficient to impart tha^ different traX^o plants transformed with that different 
trait DNA molecule. 



72. (Amended) The merhod according to claim 71 , wherein at least one 
of the different trait DNA molecules is a viral cE^NA molecule and the trait is viral disease 
resistance. 

73 . (Amended) The method according to claim 72, wherein said viral 
cDNA molecule is selected from the group consisting of aY)NA molecule encoding a coat 
protein, a DNA molecule encoding a replicase, a DNA moleVile which does not encode a 
protein, a DNA molecule encoding a viral gene product, and combinations thereof. 



74. (Twice Amended) The method accordingVo claim 72, wherein said 
viral cDNA molecule is from a virus selected from the group consistiW of tomato spotted 
wilt virus, impatiens necrotic spot virus, groundnut ringspot virus, potato virus Y, potato 
virus X, tobacco mosaic virus, turnip mosaic virus, tobacco etch virus, tomato mottle virus, 
and tomato yellow leaf curl virus. 



77. (Amended) The method according to claim 7 1 , wher&n the silencer 
DNA molecule is selected from the group consisting of a viral cDNA molecule,V jellyfish 
green fluorescence protein encoding DNA molecule, and combinations thereof. 



78. (Amended) The method according to claim 71 , wherein sam trait 
DNA molecule and said silencer DNA molecule encode RNA molecules which are 
translatable. 
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%9. (Amended) The method according to claim 71, wherein said trait 
DNA molecule ai^said silencer DNA molecule encode RNA molecules which are non- 
translatable. 

80. (Amended) The method according to claim 71 , wherein the plant 
seed is from a plant selected from^he group consisting of alfalfa, rice, wheat, barley, rye, 
cotton, sunflower, peanut, corn, potato, sweet potato, bean, pea, chicory, lettuce, endive, 
cabbage, brussel sprout, beet, parsnip, tuWp, cauliflower, broccoli, radish, spinach, onion, 
garlic, eggplant, pepper, celery, carrot, squash, pumpkin, zucchini, cucumber, apple, pear, 
melon, citrus, strawberry, grape, raspberry, pineapple, soybean, tobacco, tomato, sorghum, 
papaya, sugarcane, Arabidopsis thaliana, Saintpaubq. petunia, pelargonium, poinsettia, 
chrysanthemum, carnation, and zinnia. 
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81 . (Amended) The method according taxlaim 71 further comprising: 
propagating progeny of the transgenic plant. 



93. (Amended) ( The DNA Yohsfruct according to claim 1 , wherein the 
trait DNA molecule has a length that is greater than 1 1 ^nucleotide bases. 



94. (Amended) The DfV A con^Wct according to claim 1 , wherein the 
trait DNA molecule has a length that is greater than 6CI nucleotide bases. 
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